




Fast, easy and reproducible
Save time and effort in the laboratory with the 3 hour easy-to-follow 
protocol. By using the same RT reaction as template in all subsequent 
PCR reactions, the procedure is greatly simplified compared to systems 
that require microRNA-specific first-strand synthesis. The number 
of pipetting steps is reduced to a minimum and technical variation 
is minimized. As a result, it is possible to achieve extremely high 
reproducibility from day-to-day and even site-to-site (Figure 8).

Reference and control primer sets
Several reference primer sets are available for reliable data 
normalization. These primer sets target endogenous small non-coding 
RNAs that are constitutively expressed in a wide variety of tissues (see 
www.exiqon.com/mirna-pcr for more details). Some microRNAs can also 
be used as reference genes and the only reference genes available in 
serum/plasma samples. It is important to always confirm the consistent 
and unvarying expression of a gene in all tissues or treatments of an 
experiment before choosing it as the reference.

All ready-to-use panels contain reference primer sets as well as a control 
primer set and an inter-plate calibrator in triplicate. The control primer 
set targets a synthetic spike-in RNA that is contained in the miRCURY 
LNA™ Universal cDNA synthesis kit.

A customized data analysis software
A specifically adapted version of the comprehensive qPCR analysis 
software, GenEx, is available. A new user interface allows generation of 
templates for use with different real-time PCR instruments and rapid 
import of data directly into GenEx.

GenEx contains user-friendly step-by-step guides to pre-processing 
of your data. The program guides you through interplate calibration, 
normalization and calculation of relative values without the need of 
advanced bioinformatics skills. In addition, sophisticated statistical 
analysis tools are included in the software. For more information and to 
download a free trial, please see exiqon.com/mirna-pcr-analysis

Figure 5

Figure 5. Accurate quantitation from 1 pg total RNA 
starting material. Data from the amplification of 7 
microRNAs in serial dilutions of human colon (C) or heart 
(H) total RNA are shown. All microRNA assays exhibit 
linear read-out with correlation coefficients R(2) > 0,99. 
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Figure 6

Figure 6. Detection of differential expression of 
microRNAs in LCM specimens from tissue FFPE 
sections. Areas between 8000 and 13000µm2 of 
normal tissue, tumor tissue and tumor stroma were 
isolated by laser dissection from FFPE sections 
of human colon (A). Total RNA was extracted and 
microRNA levels were quantified using miRCURY 
LNA™ Universal RT PCR (B). Normalized data 
are shown on a log2 scale as relative expression 
compared to normal tissue. Hsa-miR-103 and hsa-let-
7a were used as reference genes.
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Table 1 

Table 1. Excellent discrimination between closely related microRNA family members. Each 
PCR assay was tested against synthetic RNA from the 8 family members of the let-7 family. 
Each assay was found to be very specific for the microRNA for which it was designed.
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Ordering information
Order these products online at exiqon.com/mirna-pcr

Product no. Product Name Product Description

203300 Universal cDNA Synthesis 
Kit, 16-32 rxns

miRCURY LNA™ Universal RT microRNA PCR, Polyadenylation and 
cDNA synthesis kit (16 to 32 rxns)

203450 SYBR® Green master mix, 
Universal RT, 2,5ml

miRCURY LNA™ Universal RT microRNA PCR, SYBR® Green master mix, 
250 rxns of 20µl or 500 rxns of 10µl

203400 SYBR® Green master mix, 
Universal RT, 25ml

miRCURY LNA™ Universal RT microRNA PCR, SYBR® Green master mix, 
2500 rxns of 20µl or 5000 rxns of 10µl

204000– xxx-miR-xxx, LNA™ PCR 
primer set, UniRT

miRCURY LNA™ Universal RT microRNA PCR, microRNA primer set, 
100 rxns

203901–
203912

Reference gene PCR primer 
set, UniRT

miRCURY LNA™ Universal RT microRNA PCR, reference gene primer 
set, 100 rxns

203607
203608

microRNA Ready-to-Use 
PCR, Human panel I+II

miRCURY LNA™ Universal RT microRNA PCR, 4x Human panel I and 4x 
Human panel II in 384well PCR plates, one reaction each of 742 human 
microRNAs and 6 reference genes.*

203609
203610

microRNA Ready-to-Use 
PCR, Human panel I

miRCURY LNA™ Universal RT microRNA PCR, 4x Human panel I in 
384-well PCR plates, one reaction each of 375 human microRNAs and 6 
reference genes.*

203703 
203704

microRNA Ready- to-Use 
PCR, Mouse & Rat  panel I+II

miRCURY LNA™ Universal RT microRNA PCR, 4x Mouse & Rat panel I 
and 4x Mouse&Rat panel II in 384-well PCR plates, one reaction each 
of 748 mouse and rat microRNAs and 6 reference genes.*

203705
203706

microRNA Ready-to-Use 
PCR, Mouse&Rat panel I

miRCURY LNA™ Universal RT microRNA PCR, 4x Mouse & Rat panel 
I in 384-well PCR plates, one reaction each of 376 mouse and rat 
microRNAs and 6 reference genes.*

203801 Pick-&-Mix microRNA PCR 
panel, 96 well

miRCURY LNA™  Universal RT microRNA PCR, 12 Ready-to-Use PCR 
panels with custom selection of microRNA primer sets, 96-well 	
PCR Plate.*

203802 Pick-&-Mix microRNA PCR 
panel, 384 well

miRCURY LNA™  Universal RT microRNA PCR, 12 ready-to-use PCR 
panels with custom selection of microRNA primer sets, 384-well 	
PCR Plate.*

203820 
203823

Cancer Focus microRNA 
PCR  Panel, 96 well 

miRCURY LNA™ Universal RT microRNA PCR, 4x Ready-to-Use Cancer 
Focus microRNA PCR Panels. Each panel comprises one 96-well plate 
with 85 LNA™ microRNA primer sets focusing on cancer relevant 	
human microRNAs and 6 reference genes.*

203824 
203827

Serum/Plasma Focus 
microRNA PCR Panel, 	
96 well 

miRCURY LNA™ Universal RT microRNA PCR, 4 sets of Ready-to-Use 
Serum/Plasma Focus microRNA PCR Panels. Each set of panels 
comprises two 96-well PCR plates with 168 LNA™ microRNA primer 
sets focusing on serum/plasma relevant human microRNAs and 7 
reference microRNAs.*

203828 
203829

Cancer Focus microRNA 
PCR Panel, 384 well 

miRCURY LNA™ Universal RT microRNA PCR, 8x Ready-to-Use Cancer 
Focus microRNA PCR Panels supplied in two 384-well PCR plates. 
Each panel comprises 85 LNA™ microRNA primer sets focusing on 
cancer relevant human microRNAs and 6 reference genes.*

203830 
203831

Serum/Plasma Focus 
microRNA PCR Panel , 	
384 well

miRCURY LNA™ Universal RT microRNA PCR, 4x Ready-to-Use 
Serum/plasma Focus microRNA PCR Panels supplied in two 384-well 
PCR plates. Each panel comprises 168 LNA™ microRNA primer sets 
focusing on serum/plasma relevant human microRNAs and 7 	
reference microRNAs.* 

207005 Exiqon GenEx Pro Industrial Exiqon version of GenEx, qPCR analysis software, industrial license.

207006 Exiqon GenEx Pro Academic Exiqon version of GenEx, qPCR analysis software, academic license.

207011 Exiqon GenEx Pro USB key Multiple-user license upgrade to Exiqon GenEx Pro version, 	
portable USB license key 

207012 Exiqon GenEx Enterprise 
USB key

Multiple-user license upgrade to Exiqon GenEx Enterprise version, 
portable USB license key 

SYBR® Green is a registered trademark of Invitrogen. 
Concerning miRCURY LNA™ Universal RT microRNA PCR: NOTICE TO PURCHASER: LIMITED LICENSE Purchase of this product includes an immunity 
from suit under patents specified in the product insert to use only the amount purchased for the purchaser’s own internal research. No other patent rights 
are conveyed expressly, by implication, or by estoppel. Further information on purchasing licenses may be obtained by contacting the Director of Licensing, 
Applied Biosystems, 850 Lincoln Centre Drive, Foster City, California 94404, USA. For life science research use only. Not for use in diagnostic procedures.

* Each panel product is available in different types of plates for specific real-time PCR  instrument compatibility. 
Plate types for all major brands of real-time PCR instruments are covered including ABI (7000 series, FAST series, 
StepOnePlus, 7900HT and Viia 7), Roche (LightCycler 480), BioRad (iCycler, iQ series, and CFX384), Eppendorf 
(Mastercycler ep Realplex), and Stratagene (Mx4000 and Mx3000 series). The product number relates to the specific 
plate type. For details, please visit www.exiqon.com/mirna-pcr 
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Contact  information
Outside North America
Phone: +45 45 65 09 29
Fax: +45 45 66 18 88
exiqon.com/contact

exiqon.com/mirna-pcr

North America
Phone: (781) 376-4150 
Fax: (781) 376-4152
exiqon.com/contact

Figure 8. Excellent site-to-site correlation of Ready-to-
use microRNA panels. Aliquots of the same heart and 
liver total RNA was expression profiled on microRNA 
Ready-to-use PCR panels in two different locations (on 
separate days by different operators) using different 
Roche LightCycler® 480 Real-Time PCR Systems. The 
correlation between average Cq values (triplicate RT 
reactions) from all microRNAs with signals below 35 Cq 
values (total of 297 data points) is shown.

Figure 8
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Figure 7. Specific and sensitive amplification of 
microRNA. Amplification curves (A) and melting 
curves (B) from the hsa-miR-145 miRCURY LNA™ 
Universal RT microRNA PCR assay performed on 
a serial dilution of human colon total RNA (100ng 
to 1pg) done in triplicate. The amplification curves 
demonstrate sensitive and reproducible detection 
down to 1 pg of total RNA input and no background 
signal. The melting curves show only one major 
Tm peak corresponding to a well-defined melting 
temperature (Tm) of the amplicon demonstrating 
specific amplification of hsa-miR-145.
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