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RT with Oxaliplatin (n=28), Fig. 1. Response was either based on histopathological ne | Diff

: : . : : Tiod 0.0 I _ False nncitive rate
assessment of Tumor Regression Grade (TRG) or by comparing pretherapeutic and Results i ® Ratios '

- .. ; ; 0% 0.0 0.2 0.4 0.6 0.8 1.0 Figure 4: ROC curves showing the performance of the various drug response classifiers
pOStOperatlve T-Level [Tumor Level DOWDS"ng' TLD]- 105 1 False positive rate (SVMs, leave-on-out cross-validation):

: Figure 2 5 Diff: Paired (Tumor - Normal]. Ratios: Paired (Tumor/Normall
Total RNA was extracted from RNA later preserved samples using Irizol, and : ' Tz
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Figure 3: Unsupervised hierarchical clustering and heatmap showing that primary rectal tumors (T] and
normal rectal tissue [N) have separate microRNA expression profiles.

Figure 2: Principal Component Analysis [PCA] based on 1158 microRNAs [unpaired t-test, p<001 between 127 microRNAs were Significant[y [p<00’|' [092 difference between groups >05] up or down regu[ated N
group means) shows clear separation of tumor samples (red) from normal tissue (blue). cancer. Only one apparent outlier, N012, is seen.
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